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Velloziaceae geographical distribution

Mello-Silva et al., Annals of Botany 108: 87–102, 2011.



Velloziaceae cope with campos rupestres

harsh environment

Silveira et al., Plant Soil, 2015 Photo: Rafael S. C. Souza
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V. nivea phenotypes. (a-d) From fully hydrated to rehydrated plants.

Velloziaceae are the largest

family of desiccation

tolerant angiosperms



The evolution of desiccation tolerance and

responses of seeds and vegetative tissues

to water loss
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Adapted from Farrant & Moore, Curr Opin Plant Biol 14:340–345, 2011



Vellozia spp.has

contrasting strategies to

cope with drought stress 

Vellozia nivea

Vellozia intermedia
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Genome size estimation and 
sequencing approaches

• Diploid (2n=16) 

(Melo et al., 1997)

• Flow citometry

– Vellozia nivea genome size: ~315 Mbp

– Vellozia intermedia genome size: ~340 Mbp



Genome size estimation and 
sequencing approaches

• Genome features

– gene families

– regulatory sequences

– clusters of desiccation-associated genes

• Highly contiguous genome assemblies

• PacBio Sequel Platform at Arizona Genomics Institute

• 70X coverage

• Chromatin proximity ligation data



Genome size estimation and 
sequencing approaches

RNA-Seq



What is LaCTAD?

• An initiative of UNICAMP supported by

FAPESP through the Multi-User
Equipment Program. 

• Mission: provide the Brazilian scientific

community with new advanced

technologies in genomics, proteomics, 

cell biology and bioinformatics.



Bioinformatics

- DNA-Seq/RNA-Seq analysis

- Exome analysis

- Microarray analysis

- Small RNA identification

- Metagenome analysis

Cell biology

- Confocal microscopy

- Multiplex immunoassay

- Flow citometry

Genomics

- Sanger 

- Next-generation

Proteomics

- Protein purification

- Microcalorimetry

- Mass spectrometry analysis

(protein sequencing and

identification)

LaCTAD - Services



Como solicitar serviços

www.lactad.unicamp.br



LaCTAD in numbers

• 359 researchers assisted from 14 Brazilian states

• 12.83 terabases of sequence data

• 15 courses offered

• Service acknowledged in 25 articles



LaCTAD as an EBP node
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Unravelling microbial communities

associated with Velloziaceae at JGI

Vellozia epidendroides x Barbacenia macrantha
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