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Internal transcribed spacer (ITS) sequences of rDNA from 53 populations and species of gall-forming nematodes of the subfamily
Anguininae, along with five populations of the D. dipsaci species complex were used for phylogenetic analyses. The molecular analyses
support a concept of narrow specialisation for seed-gall nematodes and reveal distinction of at least nine undescribed species of Anguina
iInducing seed galls, previously identifled as A. agrostis, and two species within the D. dipsaci species complex. Both the maximum
parsimony and maximum likelihood analyses of the ITS data strongly support monophyly of the genus Anguina. Also, non-monophyly for
Subanguina in the broad sense of Brzeski (1981) and of Mesoanguina and Heteroanguina according to Chizhov and Subbotin’s (1985, 1990)
classification was indicated. Morphological and biological characters are congruent with the anguinid groups supported by the ITS phylogeny.
The test of topologies conducted by maximum likelihood analyses shows that the monophyletic origin of anguinids parasitising grasses and
sedges could not be rejected. The main anguinid groups are generally associated with plant hosts belonging to the same or related
systematic groups.
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Strict consensus of 14 equally parsimonious trees from analyses (unweighted parsimony analyses with gaps treated as missing data) of ITS
sequence data for 50 species and populations of Anguinidae. Number above the branches indicates bootstrap percentage, decay index and
number of character state changes.

Classification of stem and gall nematodes according to A - Chizhov and Subbotin (1985, 1990), B - Brzeski (1981), C - Siddigi (2000)
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